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We are very pleased to present this special section of the Computers
and Graphics Journal (C&G). It features three articles within the scope
of the EG Workshop on Visual Computing for Biology and Medicine,
which took place for the 13th time on September 20-22, 2023 in
Norrkoping, Sweden.

At the workshop, 9 full papers and 5 short papers were presented,
addressing the state of the art in visual computing research with a
strong focus on applications in biology and medicine. The presented
papers covered relevant and innovative visual computing solutions
for medicine, healthcare, and the biotechnology sector by integrating
elements from visualization, visual analytics, computer graphics, image
processing, computer vision, and human—computer interfaces, guided
by domain expertise in biology and medicine.

For this special section of C&G on Visual Computing for Biology
and Medicine, we solicited significantly extended and revised versions
(at least 30% of additional material) of full papers presented at VCBM
2023, as well as original works and surveys related to the VCBM topics.
We received in total fifteen submissions (four extensions and eleven
original submissions). All submissions have been fully peer-reviewed
by at least three experts according to the standards of Computers
and Graphics, drawing on members of the VCBM program committee
and additional researchers in the field. Consequently, we accepted
the three papers that are now collected in this special section. The
section includes the development of a tool for sketching dynamic visual
summaries in biology with application to infection phenomena [1], an
interactive game based on visual narratives to edutain, i.e., to educate
while entertaining, broad audiences against misleading visualizations
in healthcare [2], and a study on how different surface models affect
the perception of pathological growth and shrinkage using of intracra-
nial aneurysms and liver tumors [3]. The VCBM workshop and, by
extension, this special section would not have been possible without the
hard work of all authors and the members of our program committee.
Additionally, we gratefully acknowledge the efforts of VCBM 2023’s
full, short, and poster co-chairs, and EuroGraphics for their support of
this event. Last but not least, we would like to thank all reviewers for
their hard work and their high-quality reviews.
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chairs the steering committee for the International Society
of Computational Biology (ISCB) Community of Special
Interest on Biological (and Medical) Visualization (BIOVIS

0097-8493/© 2025 Elsevier Ltd. All rights are reserved, including those for text and data mining, Al training, and similar technologies.


https://www.elsevier.com/locate/cag
https://www.elsevier.com/locate/cag
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb1
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb1
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb1
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb1
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb1
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb2
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb2
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb2
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb3
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb3
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb3
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb3
http://refhub.elsevier.com/S0097-8493(25)00007-X/sb3
http://www.jalview.org
https://doi.org/10.1016/j.cag.2025.104168
https://doi.org/10.1016/j.cag.2025.104168
http://crossmark.crossref.org/dialog/?doi=10.1016/j.cag.2025.104168&domain=pdf

R.G. Raidou et al.

- biovis.net), which together with VCBM convenes the
Bio(Med)Vis track at Intelligent Systems for Molecular Bi-
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